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The Genome Trakr Network is a new pilot network of US State and Federal Pub-
lic Health Laboratories collecting and sharing genomic data from foodborne 
pathogens. Researchers around the US will be able to analyze and compare da-
ta in real time, speeding up investigations and contamination control. These ar-
chived data will become the foundation for other national and international re-
search platforms, such as the Global Microbial Identifier. Access Genome Trakr 
Database at NCBI: http://www.ncbi.nlm.nih.gov/bioproject/183844   

BIOGRAPHY:  Marc W. Allard received his Ph.D. in biology in 1990 from Harvard University (Cambridge, MA).  Dr. Al-
lard was the Louis Weintraub Associate Professor of Biology (and Genetics) at George Washington University 
(Washington, DC) for 14 years from 1994 to 2008.  He has had appointments to the Visiting Scientists Program both at 
the Federal Bureau of Investigation’s Counterterrorism and Forensic Science Research Unit (CTFSRU) and in the Chem.-
Bio. Sciences Unit (CBSU) for approximately 8 years, where he assisted in the anthrax investigations as well as in hu-
man genetics data-basing.  Dr. Allard joined the Division of Microbiology in FDA’s Office of Regulatory Science in Novem-
ber 2008 where he uses DNA sequence information from the genomes of foodborne pathogens to identify unique single 
nucleotide polymorphisms (SNPs) and whole proteins which in turn enable the rapid identification of bacterial strains, 
particularly Salmonella, E. Coli, Shigella and Listeria.  Dr. Allard specializes in both phylogenetic analysis and bioinfor-
matics methods, as well as the wet laboratory methods which generate this genetic information. mwallard@gmail.com, 


